87 Table: Pairwise similarities inferred from distance estimations of a 605bp conserved of the cor i RNA RNA gene

Accession  Coronaviruses as comparison 1 2 3 4 5 6 7 8 9 10 1 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 Genera
1|NC 005831 _JHCoVNL63 0.018_0.017_0.018_0.018 0.016_0.015_0.016_0.017 0017 0.018 0017 0.016 0017 0.017 0016 0.017 0017 0.017 0017 0.018] 0.019 _0.019 0019 0.019 0019 0.019 0019 0.020 0019 0.020 0.020 0.020] 0019 0.019] 0,019
2[NC_002645 |HCov229E 73.72 0013 0010 0010 0017 0017 0018 0017 0018 0017 0.018 0017 0.017 0017 0018 0.018 0.018 0018 0.018 0.017| 0.019 0.019 0.020 0.020 0.020 0.020 0.020 0.020 0.020 0.020 0.020

3|FJ710045 _ [BtCoVHipposideros/GhanaKwan8/2008 77.52_87.44 0012 0012 0017 0.017 0017 0.017 0018 0.017 0018 0.017 0017 0018 0017 0018 0018 0018 0018 0017} 0.019 0019 0020 0020 0020 0019 0019 0020 0020 0.020 0.020 2 0019
4|kv073747__|BtCoVHipposideros KY229E-1 7372 92.40 89.42 0009 0.017 0017 0017 0017 0.019 0017 0018 0016 0.016 0017 0018 0019 0.018 0018 0018 0.017| 0.019 0019 0020 0020 0.020 0020 0.020 0.019 0.019 0020 0020 0.020 0.020 0.020| 0.019 0.019 0.020] 0.020 0.
5[Ky073748 |BtCoVHrpposfderosKY229E»B 73.88 92.56 90.25 94.21 0.017_0.017 0018 0.018 0.018 0.017 0018 0.017 0.017 0017 0.017 0018 0018 0.018 0.018 0.018| 0.019 0.019 0019 0019 0019 0.020 0.020 0019 0.019 0.019 0.019 0.019 0.019 0.019f 0.019 0.019 0.020f 0.020 o.
6|This study _|BtCoVNeoromicia 1787/LP/RSA/2013 7917 _72.07 72.89 7223 73.06 0017 0017 0017 0017 0017 0013 0016 0016 0016 0016 0015 0016 0016 0015 0017| 0.019 0018 0019 0019 0019 0019 0019 0019 0019 0019 0019 0019 0019 0019| 0.018 0018 0020 0.019
7|NC_032107_|BtCoV/Triaenops afer/KYNL63-9a 84.63 74.71 7537 74.88 75.37 77.69 0016 0.016 0.018 0.018 0.016 0.017 0.017 0.016 0.017 0.017 0017 0.017 0016 0.017| 0.019 0019 0019 0.019 0019 0.019 0019 0.020 0.019 0.020 0.020 0.020 0.020 0.020f 0.019 0.019 0.020f 0.020
8|KY073745 _|BtCoV/Triaenops afer/KYNL63-0b 7620 71.57 74.05 72.56 72.40 73.88 79.17 0004 0018 0018 0017 0017 0017 0017 0017 0018 0017 0017 0018 0017| 0019 0019 0019 0019 0019 0019 0020 0019 0019 0019 0019 0019 0019 0019 0020

9|Kv073746 _|BtCoV/Triaenops afer/KYNL63-15 7636 71.90 74.21 72.23 72.56 7355 79.01 99.01 0018 0.017 0017 0.017 0017 0.017 0017 0018 0017 0017 0017 0017} 0019 0019 0019 0019 0019 0019 0020 0020 0019 0019 0019

10[NC_003436 [PEDV (Porcine) 7322 70.58 70.74 70.74 71.07 74.05 7124 73.72 74.55 0019 0018 0018 0.018 0.017 0.018 0.018 0.016 0.016 0.018 0.018| 0.019 0.019 0.019 0.019 0.019 0.019 0.019 0.020 0.020 0.020 0.020 .
11[NC_002306 [FIPV (Feline) 7091 70.74 7190 70.25 70.91 72.23 71.07 70.41 70.58 66.61 0017 0019 0019 0018 0019 0017 0017 0017 0017 0017| 0.018 0019 0019 0.019 0.019 0.018 0.018 0.018 0.018 0.019 0.019 .020] 0.019 Alphacoronavirus
12|GU190239 _ [BICoVNyctalus /[BNM9B-30/BGR/2008 7554 7174 7223 72.23 7322 8579 7587 74.88 74.38 73.39 7074 0016 0016 0016 0017 0015 0016 0016 0015 omgl 0018 0.018 0.020 0.020 0.020 0019 0019 0.019 0019 0.019 0.019 0.019 0.019 0.019) 0019
13|GU190247 _|BtCoVMiniopterus /BR98-52/BGR/2008 7752 74.38 7421 74.38 7355 79.01 7554 7521 7570 72.40 70.58 77.52 0.004 0015 0010 0.016 0017 0.017 0016 0017} 0018 0018 0019 0019 0019 0019 0019 0. .020 0.020 0. . ] . .020 0.019] 0.019
14{GU190241 _|BtCoVMiniopterus/BR98-14/BGR/2008 76.86 73.88 74.05 73.88 73.39 79.01 7554 74.55 75.04 72.40 70.58 77.36 99.01 0015 _0.010 0015 0017 0017 0.015_0017] 0018 0018 0.019 0019 0019 0019 0.019 0019 0020 0019 0.019 0019 0019 0.019| 0. .020 0.019] 0.019
15|NC_010437_|BtCoVMiniopterus 1A 7537 72.56 73.22 74.05 74.38 79.01 76.69 74.38 74.05 74.21 71.57 77.02 80.00 79.83 0016 0.016 0016 0.016 0016 omﬁl 0019 0018 0019 0.020 0019 0019 0019 0.019 0.019 0.020 0.020 0.020 0.020 0.020! 0.020 0.020
16[NC_010438_|BtCoVMiniopterus /HKUS 77.85 74.21 7355 74.38 73.22 77.19 7521 76.03 7587 73.39 7124 7587 93.72 9339 80.17 0016 0017 0017 0016 0017| 0.019 0019 0020 0020 0020 0019 0019 0019 0019 0019 0019 0019 0019 0019 0019 0019] 0019
17[DQ249226 _|BCoVHKU7-1 74.71 7140 72.40 72.40 7339 7851 74.38 74.55 74.55 73.88 73.22 79.50 80.17 80.17 80.83 80.50 0016 0016 0.005 0017| 0019 0018 0019 0019 0019 0018 0.018 0.019 0.019 0.019 0019 0.019 0.019 0.019| 0.020 0.019 0.019] 0.019
18[KF294377__ [BtCoVMurina Neixiang-14 74.38 7124 7174 7074 72.23 7818 76.36 72.73 72.89 76.69 70.91 7554 7504 7521 76.53 7537 75.87 0000 0016 omfl 0019 0018 0018 0.018 0.018 0.019 0019 0.019 0.019 0.019 0.019 0.019 0.019 0.019) 0019 _0.020] 0019
19|KF294376 _|BtCoVMurina Neixiang-27 74.38 7124 7174 70.74 72.23 7818 76.36 72.73 72.89 76.69 70.91 7554 7504 7521 76.53 7537 75.87 100.00 0016 _0.016| 0.019 0018 0018 0018 0018 0.019 0019 0.019 0019 0.019 0019 0.019 0.019 0.019) 0019 _0.020] 0019
20|KF294271__ [BtCoVMiniopterus /Anlong-36 7438 71.07 7223 71.74 73.06 79.34 74.71 74.55 74.55 73.06 74.05 80.17 80.33 80.66 81.16 80.66 98.18 7570 75.70 0017| 0019 0018 0019 0019 0019 0018 0018 0019 0019 0019 0019 0019 0019 0019) 0.020 0019 0.019] 0019
21[NC_009988 [BtCoVRhinolophus HKU2 7339 71.57 7339 72.56 72.73 73.72 72.89 74.55 74.38 70.08 72.73 73.06 76.20 76.53 76.36 75.54 7537 7504 7504 7537 0019 0018 0019 0019 0.018 0019 0.019 0.019 0.019 0.019 0.019 0.019 0.019 0.019] 0.020 0.021 0018
22|NC 006577 _|HCOVHKU1 63.47 63.64 6562 6281 64.46 63.80 62.98 50.67 50.6/ 56.35 64.79 6281 63.80 63.9/ 63.14 62.31 63.31 64.63 64.63 62.64 62.81 0013 0018 0018 0018 0018 0018 0018 0018 0018 0018 0018 0018 omgl 0.018_0.019 0019
23|NC_005147 _[HCovOC43 62.98 63.31 63.64 62.31 63.80 60.66 63.47 60.83 60.50 57.36 61.32 60.33 63.14 6298 60.50 6248 6298 6264 6264 6215 62.15| 85.12 0018 0018 0018 0.018 0.018 0.018 0.018 0.018 0.018 0.018 0.018 0.018| 0.019 0.019 0019
24|NC_004718 [HCoV/SARS 6132 61.16 62.81 6149 62.31 6215 62.31 61.16 61.16 61.98 60.17 61.82 62.31 61.98 63.80 6165 63.14 6446 64.46 6231 63.97| 66.61 66.28 0005 0004 0019 0018 0018 0018 0019 0019 0.019 0.019 | 0.020 0019
25|DQ071615 _|BtCoVRhinolophus SARS-related Rp3 60.83 60.83 62.48 61.16 61.98 6215 62.15 60.99 60.99 61.32 50.67 61.82 62.31 61.98 63.47 60.99 63.47 64.46 64.46 63.14 63.47| 6595 6562 98.18 0.006 0.019 0018 0018 0018 0019 0019 0019 0019 0019
26|KF367457 _|BtCoVRhinolophus SARS-related WIV'1 61.82 61.16 63.31 61.82 62.64 61.82 62.48 61.32 61.32 61.82 50.83 61.82 61.98 61.65 63.47 61.32 62.48 64.13 64.13 61.65 63.64| 6645 66.28 99.17 97.69 0018 0018 0019 0018 0018 0018 0018 0018 0019
27|NC_009019_|BtCoV Tylonycteris HKU4-1 6149 61.82 63.14 61.82 62.81 61.65 60.99 59.67 59.17 60.83 66.94 6298 62.81 62.64 6545 63.47 63.97 6364 63.64 6380 62.64| 69.50 68.26 67.77 67.60 67.93 0014 0016 0016 0.016 0016 0016 0016 0019
28[NC_009020 |BtCoVPipistrelius HKU5-1 60.50 61.82 6149 61.16 61.32 6149 60.66 60.00 59.67 61.98 66.28 62.48 62.31 62.15 63.31 63.14 63.80 61.16 61.16 64.13 63.31| 67.11 6645 67.27 67.11 67.11 83.47 0014 0014 0015 0015 0015 0015 0015| 0.019 0018 0.019] 0019
29]this study __[BtCoVNeoromicia 5038/KZN/RSA/2015 82 6198 6347 6264 61.98 63. ! . . 6 6529 64.30 64.79 64.30 64.30 65.12 61.82] 67.60 67.77 68.93 68.60 6843 80.66 84.46 0.006 0.010 0.010 0.010 0.010 0.010f 0.018 0.018 0.020f 0.019
30|KC869678 _[BtCoVNeoromicia /PML-PHE1/RSA/2011 6196 61.13 6279 61.79 61.13 6346 63.20 61.30 61.30 61.46 66.11 60.80 60.63 60.80 64.12 63.62 63.62 63.62 63.62 64.12 62.13| 67.61 66.94 68.60 68.44 68.11 79.57 83.72 97.67 0010 0010 0010 0010 0010f 0019 0019 0.020] 0019
31|KF958702 _ [HCOVMERS/Jeddah-1 60.99 61.32 62.98 62.31 61.65 63.31 6198 60.99 60.99 62.31 64.96 6149 6149 61.32 6380 6264 6446 6314 6314 64.30 61.32| 6595 6579 67.11 67.60 67.27 79.34 83.80| 9355 93.36 0.000_0.000 0.000 0.000] 0.018 0.018 0.020] 0.019
32|KF917527 _[CamelCoVMERS/Jeddah-1 60.99 61.32 62.98 62.31 61.65 63.31 61.98 60.99 60.99 62.31 64.96 6149 6149 61.32 63.80 6264 64.46 6314 6314 6430 61.32| 6595 65.79 67.11 67.60 67.27 79.34 83.80 9355 93.36 100.00 0.000 0.000 0.000] 0.018 0.018 0.020] 0.019
33|KJ713297 _ [CamelCoVMERS/KSA-CAMEL-503 60.99 61.32 62.98 62.31 61.65 63.31 6198 60.99 60.99 62.31 64.95 6149 6149 61.32 6380 6264 6446 6314 6314 64.30 61.32| 6595 6579 67.11 67.60 67.27 79.34 83.80| 9355 93.36 100.00 100.00 0,000 0.000] 0018 0018 0019
34|KC164505 [HC: 1 60.99 61.32 62.98 62.31 61.65 63.31 61.98 60.99 60.99 62.31 64.96 6149 6149 61.32 63.80 6264 64.46 6314 6314 6430 61.32| 6595 6579 67.11 67.60 67.27 79.34 83.80 9355 93.36 100.00 100.00 100.00 0.000] 0.018 0018 0019
35[KU308549 |HCOVMERSKorea/Seoul/SNU1-035/2015 6099 61.32 6298 62.31 61.65 63.31 6198 60.99 60.99 62.31 64.95 6149 6149 61.32 63.80 6264 64.46 6314 6314 64.30 61.32| 6595 67.11_67.60 67.27 79.34 83.80 9355 93.36 100.00 100.00 100.00 100.00 0019
36|NC_001451_[AIBV 63.64 63.97 64.63 64.95 66.28 6579 6512 60.99 61.16 63.80 6397 61.98 6281 62.81 6562 6298 6529 64.46 64.46 6545 60.66| 65.12 66.78 66.28 66.28 66.28 66.28 0019
37[NC 010800_|TurkeyCoV. 64.13 63.31 64.96 63.80 64.956 64.30 64.13 61.82 61.98 64.46 63.80 62.48 63.64 63.31 64.30 63.80 6579 64.13 64.13 65.95 60.00

38[NC 010646 _|Beluga Whale CoV SW1 60.99 62.15_63.14_62.31 62.48 59.67 59.67_59.83 50.34 60.17_60.17_57.52_60.17_60.17_61.65 61.98 60.66_60.33 60.33 60.17_59.01

39[FJ376620 |Eu\bu\Co\/HKU11-795 62.62 50.80 60.63 60.47 59.97 61.13 60.13 58.80 58.47 58.97 60.30 58.97 61.79 61.46 59.47 6279 59.63 60.63 60.63 59.47 59.80) Deltacoronavirus
40[NC_011549_|Thrush CoV HKU12-600 62.95 61.30 61.79 61.96 62.20 59.80 61.46 57.48 57.48 57.97 63.20 57.31 60.63 59.97 59.80 62.20 60.13 59.30 59.30 59.63 60.13 64.12




