
Cell Reports Medicine, Volume 4
Supplemental information
Antibody-dependent cellular cytotoxicity against

SARS-CoV-2 Omicron sub-lineages is reduced in

convalescent sera regardless of infecting variant

Simone I. Richardson, Prudence Kgagudi, Nelia P. Manamela, Haajira Kaldine, Elizabeth
M. Venter, Thanusha Pillay, Bronwen E. Lambson, Mieke A. van der Mescht, Tandile
Hermanus, Sashkia R. Balla, Zelda de Beer, Talita R. de Villiers, Annie
Bodenstein, Gretha van den Berg, Marizane du Pisanie, Wendy A. Burgers, Ntobeko A.B.
Ntusi, Fareed Abdullah, Veronica Ueckermann, Theresa M. Rossouw, Michael T.
Boswell, and Penny L. Moore



Table S1: Demographic and clinical information related to STAR Methods 

 

 
 

 

 

 

 

 



 

 
Figure S1: Binding responses against the infected variant spike across different infection waves and 
previously vaccinated samples, related to Figure 1 and 2 
Levels of binding antibodies (represented as EC50) against respective infecting spikes as measured by ELISA 
are shown. Significance across infection waves was calculated using a Kruskal-Wallis test while comparisons 
between BA.1 and Delta unvaccinated and previously vaccinated but breakthrough infected (BTI) comparisons 
were done using the Mann-Whitney t test where **p<0.001. Lines represent the geometric mean of the groups 
as determined by two independent experiments while the dotted line separates unvaccinated from previously 
vaccinated samples.  



 
Figure S2: Spike expression levels of different SARS CoV-2 variants on HEK293T cells, related to Figure 
3 and 4. 
MAb AIRU946-A6 was tested for binding to (A) soluble spike proteins by ELISA and (B) spike transfected 
HEK293T cells of D614G, Beta, Delta and BA.1 by flow cytometry represented as the proportion of IgG 
positive cells multiplied by the geometric mean intensity of that population. Significance was calculated using 
an ANOVA and bars represent the mean of two independent experiments, with error bars representing the 
standard deviation. Flow cytometry histograms of (C) positive control AIRU946-A6 and (D) negative control 
Palivizumab binding to untransfected (grey) or variant spike transfected cells as detected by anti-IgG-PE.  
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S3: Fc𝛄RIIIa signalling assay controls and positivity threshold, related to Figure 3 and 4. 
The ability of mAbs and pre-pandemic plasma to perform Fc𝛄RIIIa signalling as a proxy for ADCC against 
D614G (white), Beta (red), Delta (green), BA.1(orange) and BA.4 (blue) spike transfected cells is shown. mAbs 
CR3022, AIRU946-A6, and AIRU946-E4 were positive controls with Palivizumab and 10 SARS-CoV-2 
negative (pre-pandemic) plasma samples used to set a threshold of positivity as indicated by the dotted line. 
These data represent two independent experiments with bars representative of the mean and error bars of the 
standard deviation.  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


